FIGURE 1 

GAGCTCGGAT CCACTACTCG ACCCACGCGT CCGGCCAGGA CCTCTGTGAA CCGGTCGGGG 6 0 

CGGGGGCCGC CTGGCCGGGA GTCTGCTCGG CGGTGGGTGG CCGAGGAAGG GAGAGAAOGA 12 0 

TCGCGGAGCA GGGCGCCCGA ACTCCGGGCG CCGCGCC ATG GGC CGG GCC AGC CGA 175 

nc t Aiy AiTy A lei I J 'E: If Aiy 

1 5 

GAC TAG GGC AAG TAC CTG CGC AGC TCG GAG GAG ATG GGC AGC GGC CCC 223 
Asp Tyr Gly Lys Tyr Leu Arg Ser Ser Glu Glu Met Gly Ser Gly Pro 
10 15 2 0 

GGC GTC CCA CAC GAG GGT COG CTG CAC CCC GCG CCT TCT GCA CCG GCT 271 
Gly Val Pro His Glu Gly Pro Leu His Pro Ala Pro Ser Ala Pro Ala 
25 30 35 

CCG GCG CCG CCA CCC GCC GCC TCC CGC TCC ATG TTC CTG GCC CTC CTG 319 
Pro Ala Pro Pro Pro Ala A La Ser Arg Ser Met Phe Leu Ala Leu Leu 
4 0 4 5 5 0 

GGG CTG GGA CTG GGC CAG GTG GTC TGC AGC ATC GCT CTG TTC CTG TAG 3 67 

Gly Leu Glv Leu Gly Gin Val Val Cvs Ser lie Ala Leu Phe Leu Tyr 
55 60 65 70 

TTT CGA GCG CAG ATG GAT CCT AAC AGA ATA TCA GAA GAC AGC ACT CAC 415 
Phe Arg Ala Gin Met Asp Pro Asn Arg lie Ser Glu Asp Ser Thr His 
7 5 8 0 8 5 

TGC TTT TAT AGA ATC CTG AGA CTC CAT GAA AAC GCA GGT TTG CAG GAC 4 63 

Cys Phe Tyr Arg lie Leu Arg Leu His Glu Asn Ala Gly Leu Gin Asp 
90 95 100 

TCG ACT CTG GAG AGT GAA GAC ACA CTA CCT GAC TCC TGC AGG AGG ATG 511 
Ser Thr Leu Glu Ser Glu Asp Thr Leu Pro Asp Ser Cys Arg Arg Met 
105 110 115 

AAA CAA GCC TTT CAG GGG GCC GTG CAG AAG GAA CTG CAA CAC ATT GTG 5 59 

Lys Gin Ala Phe Gin Gly Ala Val Gin Lys Glu Leu Gin His Tie Val 
120 125 130 

GGG CCA CAG CGC TTC TCA GGA GCT CCA GCT ATG ATG GAA GGC TCA TGG (A)'/ 
Gly Pro Gin Arg ? h e 8 e r G 1 y A i. a P r o Ala M e z M et G 1 u G I. y Ser r I ' r p 
13 5 L 4 0 : 4 3 15 0 

Ti G GA 1 GIG GCC CAG CGA GGC AAG CC 1 GAG GCC CAG CCA Til GCA CAC 6dd 
Leu Asp Val Ala Gin Arg Gly Lys Pro Glu Ala Gin Pro Phe Ala His 
15 5 16 0 16 5 

CTC ACC ATC AAT GCT GCC AGC ATC CCA TCG GGT TCC C A T AAA GTC ACT 7 0 3 
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ACG TTA AGC AAC GGA AAA GTA AGG GTT AAC CAA GAT GGC TTG TAT TAG 7 99 

Thr Leu Ser Asn Gly Lys Leu Arg Val Asn Gin Asp Gly Phe Tvr Tyr 
200 205 210 

GTG TAC GCC AAG ATT TGC TTT POO GAT GAT GAA AC A TCG GGA AGG GTA 84 7 

Leu Tyr Ala Asn He Cys Phe Arg His His Glu Thr Ser Glv Ser Val 
215 220 225 ~ 230 



GCT ACA GAC TAT CTT CAG CTG ATG GTG TAT GTC GTT AAA ACC AGC ATC 8 95 

Pro Thr Asp Tyr Leu Gin Leu Met Val Tyr Val Val Lys Thr Ser He 
235 240 245 

AAA ATC CCA AGT TCT CAT AAC CTG ATG AAA GGA GGG AGC ACG AAA AAC 94 3 

Lys He Pro Ser Ser His Asn Leu Met Lys Gly Gly Ser Thr- Lys Asn 
250 255 260 

TGG TCG GGC AAT TCT GAA TTC CAC TTT TAT TCC ATA AAT GTT GGG GGA 9 91 

Trp Ser Gly Asn Ser Glu Phe His Phe Tyr Ser He Asn Val Gly Gly 
265 270 275 



TTT TTC AAG CTC CGA GCT GGT GAA GAA ATT AGC ATT CAG GTG TCC AAC 103 9 
Phe Phe Lys Leu Arg Ala Gly Glu Glu He Ser He Gin Val Ser Asn 
280 285 290 

CCT TCC CTG CTG GAT CCG GAT CAA GAT GCG ACG TAC TTT GGG GCT TTC 10 87 
Pro Ser Leu Leu Asp Pro Asp Gin Asp Ala Thr Tyr Phe Gly Ala Phe 
295 300 305 310 

AAA GTT CAG GAC ATA GAC T GAGACTCATT TCGTGGAACA TTAGCATGGA 113 6 
Lys Val Gin Asp He Asp 
315 

TGTCCTAGAT GTTTGGAAAC TTCTTAAAAA ATGGATGATG TCTATACATG TGTAAGACTA 1196 

CTAAGAGACA TGGCCCACGG TGTATGAAAC TCACAGCCCT CTCTCTTGAG CCTGTACAGG 12 5 6 

TTGTGTATAT GTAAAGTCCA TAGGTGATGT TAGATTCATG GTGATTACAC AACGGTTTTA 1316 

CAATTTTGTA ATGATTTCCT AGAATTGAAC CAGATTGGGA GAGGTATTCC GATGCTTATG 13 76 

^^AC'i'iHC ACGTGAGCTA 1GGAAGGGGG TCACAGTCTC TGGGTCTAAC CCCTGGACAT 143 6 

GTGCCACTGA GAAC 2 TTG A A AI iAAGAGGA TGCCATGTCA 1 I GCAAAGAA ATGATAGTGT 14 9 6 

GAAGGGTTAA GTTCTTTTGA ATTGTTACAT TGCGCTGGGA CCTGCAAATA AGT FCTTTTT 1556 

TTCTAATGAG GAGAGAAAAA TATATGTATT TTTATATAAT GTCTAAAGTT ATATTTCAGG 1616 
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Bone Marrow Cells + M-CSF-1 




Bone Marrow Cells + OPG Binding Protein 




Bone Marrow Cells + M-CSF-1 +OPC Rinding Protein 




FIGURE 8 
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FIGURE 10 




FIGURE 11 
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FIGURE 13 
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* Different to vehicle treated control p < 0.05 



